
THE MASPOT POPULATION 

Parents: 

...... 

CV1 CV3 CV2 CV18 

Pairwise crossed 

...... 

...... 

...... 

...... 

...... 

...... 

4389 F1 progeny 

Traits phenotyped: 

Chipping Qual 
Tuber shape 
Earliness 
 

Yield 
Dry matter 

Late Blight resistance 
Pallida resistance 

04-GIV-03 

05-GQE-02 

07-LIX-5 

07-LIX-5 

07-LJE-1 

89-BJQ-4 

93-CAQ-14 

96-BYM-8 

Agria 

Desiree 

Desiree 

Isle of Jura 

Jutlandia 

Kuras 

Rywal 

Sarpo Mira 

Shepody 

Spunta 



PHENOTYPE DISTRIBUTION CHIPPING QUALITY 
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Chipping Quality Score 



CHIPPING QUALITY IS HERITABLE 

y = 0,4442x + 2,4619 
R² = 0,3607 
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Average chipping quality score - parent pair 



WORKFLOW 

Parent dist Bulk dist 

Chr position A T G C A T G C 

... ... ... ... ... ... ... ... ... ... 

Chr4 1272 19 0 0 19 13 0 0 4 

Chr4 1470 0 16 16 0 0 6 11 0 

Chr4 1928 20 0 20 0 12 0 9 0 

Chr4 1983 19 0 0 19 11 0 0 8 

Chr4 1999 0 0 20 20 0 0 7 11 

Chr4 2030 23 0 23 0 5 0 8 0 

... ... ... ... ... ... ... ... ... ... 



NON RANDOMLY DISTRIBUTED GENOMIC REGIONS 



CANDIDATE GENES 

CH01: PUTATIVE NEUTRAL INVERTASE 

CH02: SUCROSE SYNTHASE 

CH03: CELL WALL INVERTASE 

CH04: ALPHA AMYLASE 

CH05: BETA CLUCOSIDASE 

CH06: HYDROLASE, HYDROLYZING O-GLYCOSYL COMPOUNDS 

CH07: HYDROLASE, HYDROLYZING O-GLYCOSYL COMPOUNDS 

 HYDROLASE, HYDROLYZING O-GLYCOSYL COMPOUNDS 

CH08: BETA AMYLASE 

CH09: GLYCEROL-3-PHOSPHATE ACYLTRANSFERASE 6 

  GLYCOSYLTRANSFERASE 

CH10: LACTOSE PERMEASE (NOT REALLY LACTOSE) 

CH11: SUCROSE TRANSPORT PROTEIN 

CH12: SUCROSE SYNTHASE 

 

 

   

 



PARTNERS 

LKF Vandel 


